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Figure S1. Schematic drawing of the scion and the stock parts sampled for
transcriptomic and metabolomic analyses



(a) Scores (OPLS-DA) (e)
R2=(0.0,0.69),02=(0.0,0.22)

s
scionforiic-s
"""""""" ] ]
_ ] ] ~
El sciofzmbaa s 00 L] L] a gi
R L] []
a
1 o5 [ [
a a
! ! 0.00 025 050 0.75 100
50 o 50 Similarity(y.Ypemn)
Qzy RMSEE pre ort
0.829 0888 0.887  (73%) 0.034 1 1
Scores (OPLS-DA)
(d) (f) R2=(0.0,0.68),Q2=(0.0,0.18)
g I:-m- w000 Lo)
T L (e S
T .|
g L B . I .__.r"
B e 050 L o re
o |z
g 0251 | " B B
3 0.00 B L
I I J | 000 025 050 075 100
-4 -2 0 2 @ Similarty(y,Ypem)
R2X R2Y azy RMSEE pre ort
0753 0.988 0822 1 (34%) 0018 1 1
(C) Scores (OPLS-DA) (9)
R2=(0.0,0.93),Q2=(0.0,0.13)
10 B
0.5
3 0.0 or
| o
[ ]
0.5 a a
ar] [] L]
0,00 025 050 0.75 100
: - r T . Similarity(y.yperm)
-60 -40 -20 o 20 a0 ]
REX RY azv RMSEE  pre ot
076 08 a8z t (d4%) 0.066 1
Scores (OPLS-DA)
(d) (h) ; .
I R2=(0.0,0.99),02=(0.0,0.33)
08

stock
s v

B I e = T R P [] o r2
[ m Q2

stockzppac-1 .

]

N ]

T 0.0 a

LR L] L
0.00 025 0.75 100
o

ol

0.50
T T T Similarity(y,¥penn)

-40 -20 20 40
ROX R2Y a2y RMSEE  pr=  ort
0684 n.9ew 0908 1 (35%) 0.026 1 1

Figure S2 Orthogonal projection to latent structure-discriminant analysis
(OPLS-DA) (a-d) and permutation test(f-h).
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Figure S3 qRT-PCR validation of the expression profiles of seven key genes in

sugar metabolism.



